Plant U small nuclear RNA (U-snRNA) gene promoters contain two essential elements, an upstream sequence element USE (RTCCCACATCG), an element found only in plant U-snRNA genes, and a TATA element which is indistinguishable from the TATA boxes of mRNA-coding genes (1). An oligonucleotide (NNAyGTCCCACATCGN-3', 14-mer), corresponding to the USE motif, was used to screen an Arabidopsis thaliana (var. Landsberg) nuclear genomic library constructed in the X-ZAP vector (Stratagene) (2) . A 5 kb genomic clone was isolated and partially sequenced. It contains a gene, U2.6, encoding a 1% nt long RNA which is 95-98% homologous to six other reported Arabidopsis U2 snRNAs (3) and folds into the predicted U2 snRNA secondary structure (Fig. 1) . The 5' and 3 termini are inferred from comparisons with other reported Arabidopsis U2 snRNA genes. The U2.6 snRNA sequence variant has five nucleotide changes when compared, for example, to the previously reported U2.3 snRNA (3); two compensatory base changes, C| 59 -U and G179-A, and three nucleotide changes in regions of the U2 snRNA structure proposed to be single stranded. The 5' flanking regions contain the USE and TATA elements conserved in other U-snRNA genes of plants (1) . The coding region is followed by the putative termination signal (consensus CA 7 _9AGTNNAA ref.
3). Functionality of this gene was confirmed by transient expression analysis in Nicotiana plumbaginifolia protoplasts as described (4) (Fig. 2) . * To whom correspondence should be addressed
